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VII-1 Introduction

The selection of Primate Lentivirus protein sequences for the
following alignments was based on the sequences in the com-
plete genome alignment as a starting alignment, and complete
or nearly complete genes from other isolates were added if they
increased the diversity of samples represented.

The annotation is mainly based on knowledge from HIV-1,
and should therefore be taken with a grain of salt for HIV-2 and
SIV sequences.
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PLV Proteins

VII-2 Sequences

Sequences included in the PLV protein alignments.

Sequences

Name

Accession

Proteins

Author

Reference

H1B.FR.83.HXB2

HIA1.UG.85.U455_U455A

H1B.US.90.WEAU160_GHOSH

HIC.ET.86.ETH2220

H1D.CD.84.84ZR085

HIF1.BE.93.VI850

H1G.SE.93.SE6165_G6165

H1H.CF.90.056

H1J.SE.93.SE9280_7887

H1K.CM.96.96CM_MP535

H101_AE.TH.90.CM240

H102_AG.NG.x.IBNG

K03455

M62320

U21135

U46016

U88822

AF077336

AF061642

AF005496

AF082394

AJ249239

Us4771

L39106

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Wong-Staal, F.

Oram, J.D.

Wei, X.

Salminen, M.O.

Gao, F.

Laukkanen, T.

Carr, J.K.

Gao, F.

Laukkanen, T.

Triques, K.

Carr, J.K.

Howard, T.M.

Nature 313(6000):277-284 (1985)

ARHR 6(9):1073-1078 (1990)

Nature 422(6929):307-312 (2003)

ARHR 12(14):1329-1339 (1996)

J Virol 72(7):5680-5698 (1998)

Virology 269(1):95-104 (2000)

Virology 247(1):22-31 (1998)

J Virol 72(7):5680-5698 (1998)

ARHR 15(3):293-297 (1999)

ARHR 16(2):139-151 (2000)

J Virol 70(9):5935-5943 (1996)

ARHR 10(12):1755-1757 (1994)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M62320
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U21135
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U46016
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U88822
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

H10.BE.87.ANT70

HIO.CM.91.MVP5180

H10.CM.94.BCF06

H10.CM.96.96CMA102

H10.FR.92.VAU

HIO.SN.99.99SE_MP1299

H10.US.99.99USTWLA

H10.US.x.1_2478B

HIN.CM.02.DJO0131

HIN.CM.02.SJGddd

HIN.CM.04.04CM_1131_03

HIN.CM.06.U14296

HIN.CM.06.U14842

L.20587

L20571

AB485666

AY 169803

AF407418

AJ302646

AY 169814

AB485668

AY532635

GQ324959

DQO017383

GQ324962

GQ324958

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Vanden

Haesevelde, M.

Gurtler, L.G.

Takekawa

Yamaguchi, J.

Vartanian, J.P.

Toure-Kane, C.

Yamaguchi, J.

Takekawa

Bodelle, P.

Vallari, A.

Yamaguchi, J.

Vallari, A.

Vallari, A.

J Virol 68(3):1586-1596 (1994)

J Virol 68(3):1581-1585 (1994)

Unpublished

ARHR 19(11):979-988 (2003)

J Gen Virol 83(Pt 4):801-805

(2002)

ARHR 17(12):1211-1216 (2001)

ARHR 19(11):979-988 (2003)

Unpublished

ARHR 20(8):902-908 (2004)

ARHR 26(1):109-115 (2010)

ARHR 22(1):83-92 (2006)

ARHR 26(1):109-115 (2010)

ARHR 26(1):109-115 (2010)

HIV Sequence Compendium 2014

w
£
9]
g
o
S
o
=
o

413


http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485666
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF407418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169814
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485668
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017383
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324962
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324958
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Sequences

Name

Accession

Proteins

Author

Reference

HIN.CM.95.YBF30

H1P.CM.06.U14788

HIP.FR.06.RBF168

CPZ.CD.06.BF1167

CPZ.CD.90.ANT

CPZ.CM.01.SIVcpzCAM13

CPZ.CM.05.LB715

CPZ.GA.88.SIVcpzGAB2

CPZ.TZ.00.TAN1

CPZ.TZ.06.SIVcpzTAN13

CPZ.TZ.06.TANS

CPZ.TZ.09.UG38

CPZ.US.85.US_Marilyn

AJ006022

HQ179987

GQ328744

JQ866001

U42720

AY 169968

JX178450

AF382828

AF447763

JQ768416

JN091691

JN091690

AF103818

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Simon, F.

Vallari, A.

Plantier, J.-C.

Li, Y.

Vanden

Haesevelde, M.M.

Nerrienet, E.

Takehisa

Bibollet-Ruche, F.

Santiago, M.L.

Takehisa

Rudicell, R.S.

Rudicell, R.S.

Gao, F.

Nat Med 4(9):1032-1037 (1998)

J Virol 85(3); 1403-7 (2011)

Nat Med 15(8); 871-2 (2009)

J Virol 86(19):10776-10791 (2012)

Virology 221(2):346-350 (1996)

J Virol 79(2):1312-9 (2005)

Unpublished

ARHR 20(12):1377-1381 (2004)

J Virol 77(3):2233-2242 (2003)

Unpublished

J Virol 85(19); 9918-28 (2011)

J Virol 85(19); 9918-28 (2011)

Nature 397(6718):436-441 (1999)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ006022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ179987
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ328744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ866001
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U42720
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169968
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX178450
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF382828
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF447763
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ768416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN091691
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN091690
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF103818

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

MAC.US.x.239

H2A.DE.x.BEN

H2A PT.x.ALI

H2A.SN.86.ST_JSP4_27

H2B.CIL.x.EHO

H2B.GH.86.D205_ALT

H2G.CI1.92.Abt96

H2U.CI1.07.07IC_TNP3

H2U.FR.96.12034

COL.CM.x.CGU1

COL.UG.10.BWCO1

M33262

M30502

AF082339

M31113

U27200

X61240

AF208027

KC693505

AY530889

AF301156

KF214240

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Kestler, H.

Kirchhoff, F.

Reeves, J.D.

Kumar, P.

Rey-Cuille, M.A.

Dietrich, U.

Brennan, C.A.

Ayouba, A.

Damond, F.

Courgnaud, V.

Lauck, M.

Science 248(4959):1109-1112

(1990)

Virology 177(1):305-311 (1990)

J Virol 73(9); 7795-804 (1999)

J Virol 64(2):890-901 (1990)

Virology 202(1):471-476 (1994)

Nature 342(6252):948-950 (1989)

ARHR 13(5):401-404 (1997)

AIDS 27(15):2488-2491 (2013)

ARHR 20(6):666-672 (2004)

J Virol 75(2):857-866 (2001)

Retrovirology 10(1):107 (2013)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF301156
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF214240
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PLV Proteins

Sequences

Name

Accession

Proteins

Author

Reference

COL.UG.10.BWC07

DEB.CM.04.SIVdeb04CMPF3061

DEB.CM.99.CM40

DEB.CM.99.CM5

DEN.CD.x.CD1_CMO580407

DRL.x.x.FAO

GOR.CM.04.STVgorCP684con

GOR.CM.07.SIVgor2139_287

GRV.ET.x.GRI_677_gri_1

GSN.CM.99.CN166

GSN.CM.99.CN71

LST.CD.88.SIVlhoest485

LST.CD.88.SIVlhoest524

KF214241

F1919724

AY523865

AY523866

AJ580407

AY 159321

F1424871

FJ424866

M66437

AF468659

AF468658

AF188115

AF188116

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Lauck, M.

Aghokeng, A.F.

Bibollet-Ruche, F.

Bibollet-Ruche, F.

Dazza, M.C.

Hu, J.

Takehisa, J.

Takehisa, J.

Fomsgaard, A.

Courgnaud, V.

Courgnaud, V.

Beer, B.E.

Beer, B.E.

Retrovirology 10(1):107 (2013)

Infect Genet Evol 10(3); 386-96

(2010)

J Virol 78(14):7748-7762 (2004)

J Virol 78(14):7748-7762 (2004)

J Virol 79(13):8560-8571 (2005)

J Virol 77(8):4867-4880 (2003)

J Virol 83(4):1635-1648 (2009)

J Virol 83(4):1635-1648 (2009)

Virology 182(1):397-402 (1991)

J Virol 76(16):8298-8309 (2002)

J Virol 76(16):8298-8309 (2002)

J Virol 74(8):3892-3898 (2000)

J Virol 74(8):3892-3898 (2000)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF214241
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ919724
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523865
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523866
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ580407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY159321
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424866
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M66437
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF468659
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF468658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF188115
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF188116

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

LST.KE.x.lho7

MAC.US.x.EMBL_3

MND-1.GA.x.MNDGB1

MND-2.CM.98.CM16

MND-2.GA.x.M14

MND-2.x.x.5440

MNE.US.x.MNEQ027

MON.CM.99.L1_99CMLI1

MUS-1.CM.01.CM 1239

MUS-

1.CM.01.STVmus_01CM1085

MUS-2.CM.01.CM1246

MUS-2.CM.01.CM2500

AF075269

Y 00295

M27470

AF367411

AF328295

AY 159322

U79412

AY340701

EF070330

AY 340700

EF070329

EF070331

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Hirsch, V.M.

Franchini, G.

Tsujimoto, H.

Takehisa, J.

Souquiere, S.

Hu, J.

Kimata, J.T.

Courgnaud, V.

Aghokeng, A.F.

Courgnaud, V.

Aghokeng, A.F.

Aghokeng, A.F.

J Virol 73(2):1036-1045 (1999)

Nature 328(6130):539-543 (1987)

Nature 341(6242):539-541 (1989)

ARHR 17(12):1143-1154 (2001)

J Virol 75(15):7086-7096 (2001)

J Virol 77(8):4867-4880 (2003)

J Virol 72(1):245-256 (1998)

J Virol 77(23):12523-12534 (2003)

Virology 360(2):407-418 (2007)

J Virol 77(23):12523-12534 (2003)

Virology 360(2):407-418 (2007)

Virology 360(2):407-418 (2007)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075269
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M27470
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF367411
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF328295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY159322
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY340701
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070330
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY340700
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070329
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070331
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PLV Proteins

Sequences

Name

Accession

Proteins

Author

Reference

OLC.CI1.97.97CI12

RCM.CM.00.SIVagi_00CM312

RCM.CM.02.SIVrecm_02CM8081

RCM.GA x.SIVRCMGABI1

RCM.NG.x.NG411

SAB.SN.x.SAB1

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1

SMM.SL.92.SIVsmSL92A

SMM.SL.92.SL92B

STM.US.89.STM_37_16

FM165200

HMS803690

HMS803689

AF382829

AF349680

u04005

JX860430

JX860431

JX860432

AF334679

M83293

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Liegeois, F.

Ahuka-Mundeke,
S.

Ahuka-Mundeke,

S.

Bibollet-Ruche, F.

Beer, B.E.

Jin, MLJ.

Fischer, W.

Fischer, W.

Fischer, W.

Chen, Z.

Novembre, F.J.

J Virol 83(1):428-439 (2009)

J Gen Virol 2010 Aug 25

J Gen Virol 2010 Aug 25

J Virol 78(14):7748-7762 (2004)

J Virol 75(24):12014-12027 (2001)

EMBO J 13(12):2935-2947 (1994)

J Virol 86(24):13217-13231 (2012)

J Virol 86(24):13217-13231 (2012)

J Virol 86(24):13217-13231 (2012)

7 Virol 70(6):3617-3627 (1996)

Virology 186(2):783-787 (1992)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM165200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM803690
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM803689
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF382829
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF349680
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U04005
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

SUN.GA.98.L14

SYK.KE.x.KE51

SYK.KE.x.SYK173_COMGNM

TAL.CM.00.266

TAL.CM.01.8023

TAN.UG.x.SIVagmTAN1

VER.DE.x.AGM3

VER.KE.x.9063

VER KE.x.AGM155

VER.KE.x.TYO1_patent

WRC.CL97.97CI14

WRC.CI.98.98CI04

WRC.GM.05.Pbt_05GM_X02

AF131870

AY523867

L06042

AY 655744

AM182197

U58991

M30931

L.40990

M?29975

DJ048201

AM745105

AM713177

AM937062

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Beer, B.E.

Bibollet-Ruche, F.

Hirsch, V.M.

Liegeois, F.

Liegeois, F.

Soares, M. A.

Baier, M.

Hirsch, V.M.

Johnson, P.R.

Omori, T.

Liegeois, F.

Liegeois, F.

Locatelli, S.

J Virol 73(9):7734-7744 (1999)

J Virol 78(14):7748-7762 (2004)

J Virol 67(3):1517-1528 (1993)

Virology 349(1):55-65 (2006)

Virology 349(1):55-65 (2006)

Virology 228(2):394-399 (1997)

Virology 176(1):216-221 (1990)

J Virol 69(2):955-967 (1995)

J Virol 64(3):1086-1092 (1990)

Patent: WO 2007049749-A 13
03-MAY-2007; DNAVEC
CORPORATION

J Virol 83(1):428-439 (2009)

J Virol 83(1):428-439 (2009)

Virology 376(1):90-100 (2008)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF131870
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523867
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L06042
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY655744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM182197
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U58991
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30931
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L40990
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M29975
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DJ048201
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM745105
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM713177
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM937062
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PLV Proteins Sequences
Name Accession  Proteins Author Reference
MON.NG.x.NG1 AJ549283 Pol, Vif, Vpr, Barlow, K.L. J Virol 77(12):6879-6888 (2003)

Tat, Reyv,

Vpu, Env,

Nef
MAC.US.x.251_1A11 M76764 Vpx Marthas, M.L. J Med Primatol 18(3-4):311-9

(1989)

MAC.US.x.251_BK28 M19499 Vpx Hirsch, V. Cell 49(3):307-319 (1987)
SMM.SL.92.SIVsmSL92B JX860433 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G078 JX860415 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 JX860424  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084  Vpx Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.11.SIVsmE660_FL14 JQ864087  Vpx Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.11.SIVsmE660_FL6 JQ864085  Vpx Wu, E. J Virol 86(16); 8835-47 (2012)
SMM.US.11.SIVsmE660_FL8 JQ864086  Vpx Wu, E. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 JX860407  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.H9 MS80194 Vpx Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PGM53 AF077017  Vpx Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US .x.SIVsmH635F_L3 DQ201172  Vpx Kuwata, T. J Virol 80(3):1463-75 (2006)
SMM.x.x.pE660.CG7G JX648292  Vpx Lopker Unpublished
SMM.x.x.pE660.CG7V JX648291 Vpx Lopker Unpublished
H103_AB.RU.97.KAL153_2 AF193276  Vpu Liitsola, K. ARHR 16(11):1047-1053 (2000)
H104_cpx.CY.94.94CY032_3 AF049337  Vpu Gao, F. J Virol 72(12):10234-10241 (1998)
H10.CM.96.96CMABB009 AY169806  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.96.96CMABB637 AY169810  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.97.97CMABB447 AY169813] Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.97.97CMABB497 AY169809 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMA104 AY169802 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMA105 AY169816/ Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB141 AY169807  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB197 AY169811| Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB212 AY169804/ Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMU2901 AY169812] Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMU5337 AY169808 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.99.99CMU4122 AY169815  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.x.pCMO2_3 AY618998  Vpu Tebit, D.M. Virology 326(2):329-339 (2004)
H10.CM.x.pCMO2_5 AY623602 Vpu Tebit, D.M. Virology 326(2):329-339 (2004)
H10.SN.99.99SE_MP1300 AJ302647  Vpu Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
HIN.CM.04.04CM_1015_04 DQO017382  Vpu Yamaguchi, J. ARHR 22(1):83-92 (2006)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ549283
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860433
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864087
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864085
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864086
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ201172
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648291
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169806
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169810
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169813
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169809
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169816
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169807
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169811
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169804
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169812
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169808
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169815
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY618998
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY623602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302647
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382

Sequences PLYV Proteins
Name Accession  Proteins Author Reference
HIN.CM.97.YBF106 AJ271370  Vpu Roques, P. AIDS 18(10):1371-1381 (2004)
CPZ.CM.05.SIVcpzDP943 EF535993]  Vpu Van Heuverswyn, Virology 368(1):155-171 (2007)
F.
CPZ.CM.05.SIVcpzEKS05.¢c2 JN835460  Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)
CPZ.CM.05.STVcpzEKS05 DQ373065 Vpu Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzLB7 DQ373064 Vpu Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzMB66 DQ373063 Vpu Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzMB897.c2 JN835461 Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)
CPZ.CM.05.SIVcpzMB897 EF535994/  Vpu Van Heuverswyn, Virology 368(1):155-171 (2007)
F.
CPZ.CM.05.SIVcpzMT145.¢c2 JN835462  Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)
CPZ.CM.05.SIVcpzMT145 DQ373066 Vpu Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.98.CAM3 AF115393  Vpu Corbet, S. J Virol 74(1):529-534 (2000)
CPZ.CM.98.CAM5 AJ271369  Vpu Muller-Trutwin, J Med Primatol 29(3-4); 166-72
M.C. (2000)
CPZ.GA.88.GABI1 X52154 Vpu Huet, T. Nature 345(6273):356-359 (1990)
CPZ.TZ.01. TAN2 EF394357,  Vpu Takehisa, J. J Virol 81(14):7463-7475 (2007)
CPZ.TZ.02.TAN3_1 DQ374658  Vpu Takehisa, J. J Virol 81(14):7463-7475 (2007)
GOR.CM.07.SIVgorCP2135con FJ424863 Vpu Takehisa, J. J Virol 83(4):1635-1648 (2009)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271370
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535993
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835460
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373064
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373063
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835461
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373066
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF115393
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271369
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X52154
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF394357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ374658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424863
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CPZ.TZ.06.TANS
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Rev end
MAC.US.x.239 -
H2A.DE.x.BEN
H2A.PT.x.ALI
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H2B.CI.x.EHO™ -
H2B.GH.86.D205 ALT SNHRDPQENQTRT
H2G.CI.92.Abt
H2U.CI.07.07IC TNP3
H2U.FR.96.120
COL.CM.x.CGUL
COL.UG.10.BWCO1
COL.UG.10.BWCO7
DEB.CM.04.SIVdeb04CMPF3061
DEB.CM.9
DEB.CM.9 C 5
DEN.CD.x. CDl CM0580407
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GOR.CM.07.5IVgor2139 287
GRV.ET.x.GRI 877 gri_
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=
o
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.CM.99.CN7
LST.CD.BS.SIVlh0e5t485
LST.CD.88.SIVlhoest524
.lho7
MAC.US.x.EMBL 3
MND-1.GA.X.MNDGB1
MND-2.CM.98.CM16
MND-2.GA.x.M14
MND-2.x.x.5440
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A
=
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MON.NG.x.NG1"
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MUS-2.CM.01.CM1246
MUS-2.CM.01. CM2500
0LC.CI.97.97CI

RCM.CM.00. SIVagl 00CM312
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SAB.SN.x.SAB1

.SN.x.SAB
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
STM.US.89.STM_37_16

A.98.L14~

SYK.KE.x.KE51
SYK.KE.x.SYK173_COMGNM
TAL.CM.00.266_
TAL.CM.01.8023
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VER.DE.x.AGM3

VER.KE.x.9063
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WRC.CI.97.97CI14
WRC.CI.98.98CI104
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H10.CM.96.96CMABB637
H10.CM.97.97CMABB447
H10.CM.97.97CMABB497
H10.CM.98.98CMA104
.CM.98.98CMA105
H10.CM.98.98CMABB141
H10.CM.98.98CMABB197
H10.CM.98.98CMABB212
H10.CM.98.98CMU2901
H10.CM.98.98CMU5337
H10.CM.99.99CMU4122
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HIN. DJ00131
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HIN.CM 04CM_1015_04
HIN.CM 04CM"1131703
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HIN.CM u14842
HIN.CM.95.YBF30
HIN.CM.97.YBF106
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CPZ.CM SIVcpzLB7
CPZ.CM SIVcpzMB66
CPZ.CM SIVcpzMB897.c2
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SIchZMT145
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o
=

©0o

TAN3 1
SIVCBZTAN13
UG38

S.85.US_M &

DEN.CD.x,CD1- CM058 407
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o
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N
o
=
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US-1.CM.01. SIVmus 01CM1085
MUS-2.CM.01.CM1246~
MUS-2.CM.01.CM2500

transmembrane domain

phos phos
cytoplasmic domain

Vpu start a-helix

Vpu enq\
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M.-SLQ-....L-
MVDLLAKVDYRIV
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LLITLIIIS- LLLIN IL-MFI.... -E-
CLITLIIIS-LLLIN-IL-MFI.... SR-E-E-IERLR-
LLLVLIVII-LLLINVLL-MFN.... UKTA E-LER- R*I
CLLALITTS-LLLTNV-L-TFI.... K-E-E-LER]
CLLTLIIIS-LLLTNVIL-AFI.... DR E-E-
.LLFLLAY% LELTTALI ME-... GK-E-E

EEEEEEEEEEEEEEEEEEEEEEEEEEEEEREEREREERER

CIKL- E--EOIRQKI:
<EREXD-EXORLA-W.

D-FVORLV»

==

LA, LG..C-AI-L-LLN-FI-RNL

VKVEE--5Q-RQ-I.
" KENI--KA-NK--E-I.

LYK- K-LQQV-R-E
IG A FK- WRKGK N-AQ--RT--E-I.
(L IWE OIGLI--GIE . ----G-A. YKKWREIKEERN TOR YN-AE-I.
TiL.. ... GL-LIL-GL- AWN CI-GYIIKWGYRR- ... KRHRLETE-E--NLI-.

:LVVG SVLTNV - GIFCILLILIGGGLL ITIIKREIERERQHQRI-ERLI

.R.
| L.NWFETIGLI- -GIEG
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M
M
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:ROIED--DY--D-T..
“RQIED--DY--D-K. .
. DY--N-X. .
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I
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.IVVGSVLTNV-G-FCILLILIGGGLL - IAFVRRELERERQHQRVIERLV.
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V-GIFCILLILIGGSLL-VITIIKRELRRTRQQQRV-ERLI.

LV GSIIONVVGILFIIVV--GGGAL-G GIRREIHRERLHQRV-ERLT.
V.VII- -ARLWRQIKT - E-I.R

LAL-LR. E-RFFNRLE--.

YLAWDKWVKGKPKPTOVAVIR LI.ED

YLAWDKWIKGKPK.IPVAVIR.LV.

.RY-KITK- FKRIDQE Q---QIH.

QS-KEHK- VSRFEQDFO--VQX .
RW .KVEVSVIR

IALF VLA-Q E
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.......... WWWFAA-VVT-TYF-TAL-A. . FVLA-QRWCQPQKG-VEVNVIR L -

%ERAEDSGNESEG ..........

K LR---R--S-YN-I.R--
AIIIIS LLFINVIL GF LRK-LEQKEQDRKE-E-LERLR-I.R-
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FV L-E W. Q
GA -I-I-A . LLVIRKAYL -KQVQ IEQAI.-D-YQRR
M...... NIFEY-FLAFS- -L-I-CIPILYKL-KIYKQQQI DNKRNQ I-EV-SRRLSI
I ....WRLC .KQNKLEVE-EN-AL--.T-
..... TGLEIIGLIGI-TELS--.-GA-TVA. .. .YNN-....QEYK-GER--X--K-I.R--
..L.TWEQIGLI--GIE G-A...

E-GDS---IFEDA. ..
E-GDT- - - IFEDA
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L. PDNY.FLL
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H1B.US.90.WEAU160_GHOSH

.9 850
H1G. SE. 93 SE6165 G6165
H1H.CF.9
H1J.SE.9 SE9280 7887
H1K.CM.96. 96CM MP535
H101 AE.TH.96.CM2
H102 AG. N
H10.BE.87.ANT70
H10.CM.91.MVP5180

H10.CM.94.BCF06
H10.CM.96.96CMA102
H10.FR.92.VAU
H10.SN.99.99SE_MP1299
H10.US.99.99USTWLA
H10.US.x.I 2478B
HIN.CM.02.DJ00131
HIN.CM.02.53Gddd
HIN.CM.04.04CM 1131 03
HIN.CM.06.U14296
HIN.CM.06.U14842
HIN.CM.95.YBF30
H1P.CM.06.U14788
H1P.FR.06.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT

CPZ.CM. 1.SIVC§ZCAM13
CPZ.CM.05.LB71.
CPZ.GA.88.SIVcpzGAB2
CPZ.TZ.00.T,
CPZ.TZ.06.SIVcpzTAN13
CPZ.TZ.06.TANS
CPZ.TZ.09.UG38
CPZ.US.85.US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.86.ST_JSP4_27
H2B.CI.x.EHO™ -

H2B.GH.86.D205 ALT
H2G.CI.92.Abt96
H2U.CI.07.07IC TNP3
H2U.FR.96.1203%3
COL.CM.x.CGUL
COL.UG.10.BWCO1

.UG.10.BWCO7
DEB.CM.04.5IVdeb04CMPF3061
.99.CM40
DEB.CM.99.CM5
N.CD.X#2017CM0580407

L X,
R.CM.04.SIVgorCP684con
GOR.CM.07.SIV or21397287

.CM. 71
LST.CD.88 SIVlhoest485
LST.CD.88,SIVihoest524
LST.KE.x.lho7
MAC.US.x.EMBL 3
MND-1.GA.x.MNDGB1
MND-2.CM.98.CM16
MND-2.GA.x.M14

Env start signal peptide endVépIZO start
MRVK, EKYOHLWRWGWRWGTMLLG MLMIfS LATEKL. . ..WVTVYYGVPVWKEAT.
MS%Q v PCL --I-- %II ..AQQ- D-v

-MEKKN.
-KAMGKRN . .
-K-MEQRN.RK- . .
-KAMEXKN.RKS .-

IL

-K-MKKKN.KK- . .GVIL
V- MMGMQIGWPFF

---MGI S- WS V

»GIMGMKS
M

GNLEICLA IMYFNA-SYTS . GTR
.GNLEICLA-VIYFNA-SCAS.GIH.
LLIGWILTIIF-CKLGIGTY.
.LIQFIEK.G-NED. .. i

L.TIDSKEEL e ---QEX-A--I--SQ-
e .. fANfT—LKEfPffI——fQN

...... GI.GFSTY. P- --DITSRDK--I
»KNS .SG- ILTLITTILGIGFSTY .PP -DVAS-QA--I
IGITL-LI...ITTLGIG.FSQY. .ES DVTSRDE- -1

IGTIL-LS...ITILGIG. Ysgg

ITSRDP
..... LSYC- SS IIPG. -KQ

Y
LY
LY
LY

F

Y

IILGI-VGL.
L IITAIV- IGI

MND-2.x. x 5440 -LRY. . LRYTVLGI-V
MNE.US. x.MNEO27 -GCL. .GNQL..... -IAILFLSAYG
MON CM 99 Ll 99CML1 --KL......MALSTLCLMM-LVN-............
MON.N --MR. MKTIIVLTILCLMM SG-X

MUS - 1 CM 01 C PRI .S.LMGM

1239 M.
MUS-1. CM 01 SIVmus 01CM1085 -PRM.
M1246~ -PAM

MUS - 2

MUS -2 CM 01 CMZSOO
0LC.CI.97.97CI12
RCM.CM.00.5IVagi_ 0OCM312
RCM.CM.02. SIVrcm 02CM8081
RCM.GA.X S C GAB1

SAB.SN.X SABl
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1l
SMM.SL.92. SIVsmSLQZA
SMM.SL.92.S
STM.US.89. STM737716
.98.L14
.KE.x.KE51
SYK.KE.x.SYK173_ COMGNM
.00 266
TAN.UG.X SIVangANl
.x.AGM3
VER.KE.x.9063
VER.KE.x.AGM155
VER.KE.X. TYOl atent
WRC.CI.97.97CIl4
.98. 98C 04
WRC.GM.05.Pbt 05GM X062
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PLV Proteins

glycosylation NDT
Vi

glycosylation NVT binding glycosylation NSS

..TTLFCASDAKAYDXEVHNVWATHAEVP TDPNPQE. ¥gLVNVTEgFNMw..KNRMVEOMHEDIISLWDQSLKPEVKLT EVSLKCTDL$¥BTNTNSSSGR ......
: e N

OM F***OME—*NIAGT
F---QHN V--OTNKT

MN-SE. . CHKQAKC

-F--KMN- SEFTRNST GNNATKNNTSLE
-M-IKMN--GYNGTPT-P-TTTST
--TM--SNVTRONS SN-N...
-T- N-»NCIWGNG- .......

Vi

3
ITMR-NKSET-RWGLTK ITTTASTT
-AMN-SRVQGN-T-PNPRTSSSTTSR
IAM--SNISTEST-T-P-PGSTL.

AMR-NSTTAKNT-STPTTTTTA.

M- -NKTWSSASKETTTSSASLRSS
-AMN-SKTETNPGNA- - TTTTKPTTT

- - -VW--FET-
TD-ATK-VW- - FET-
VTQ-AVD-VWR-FET-I-
TVT--AV--VWN-FET-T-

.S-
L -WME-A-DY- DIYHNPIVDOVVONMKD -YK-TF-
TEIN-IE- - - TVPMTE - EVIK- AWGALS -MI-AV
.FL-E T-DI Y 0

LIPIH-I-L--TQEIKD-QIIQ-AWGAMT-MV-AIM---T-IN- Y--RM---GEGLGKKRTTTT'
.»PIY-IS-»»TIPVKD-OVIO-AWSAMNAMV-SIM- -IN- Y--RMQ
TVT--AI--VWQ-FET

SA-ML L T.SA- VFLTL- LS--L,IWG- ..
--K-. ... LV- CLLWLSILGISIG -KMQ-E-PSANFTEPITPISTAAP.
-KSA L IIVIIA..SL-SAI. -ITMN- -A-NGSWI TTTQPRTTP
-KCL S-I..-LALAK - -VINGSWDGITTPAPSPAPTT
-DK- -S---ITMN-SAINGSWDGIPT APPTTTKT
-AKL R---M-ITMY--A-NGSWDGTATQSPTTTTRA
-KLL S-M-IKMN-YR-EGGAA-TT-PSTSTARPE
-ECL ---IAMR-NKTET - KWGLTGNTTAAPTTT
-ACL -IAM- -NKNETNRWGLTRTSTTTPSTT
-GCL. —IAMO DRNETRRWGLTGGTATTTAAT
-ACP " -IDILFLSVLG. . -IAM- -NKNET -RWGLTRAATTTSSPT
-ACP. . .-IAIL-LSACL.TYCTQ. ---IAMR- NKNET KWGLTGKTVTTVTPT
S-CPL LEILIGFSLLLG.SIAIQ. N-Y--KM- -PPKPT PSS**TVKSSCDYWT
-KLF. VV--TV-SLGIV. -RLEQ. T SSG-LTTTI......
-AAF. . .VCLFS-ISLGF.MEKQQ. -Y-PA-NSSHMIRQ A-M-IRML--LDNSPATS......... ..
-KYL. AVIL L. FCLAYLGRF.IIGNQ. DVY..--Y--DHIA--MD--FLTATR--T----I--RM--E-ITKNLTISANTTTPAPT.
-KCL. .OVLCLAICVIWVANIGKSLT -M--RMA- - -ITKNLTGTVAPPTTNSTTN
-GPL. . .VL-VILG-SLIGL. -M-IKMN--K-TSTAP-S-TPTSSSTT.
-KLT. VVL.N S---IKMS-VE-NSSEP-TTPKSTTASTTN
-KPL. [IATIGI,SSL. . -PTTRL---TN-I-. S---IKMS-VE-NSSRRNPTPTSASTTKAP
-TKE. .. IVLGIGIGIGI. -PTTRL---TN-I-. S---IKMN-VE--GSATSTPATSTTAGTK
--YT. -PTTSL---TN-I-.D-HDY’ S---IKMN-VE-NSTRERATTPTTTPKSTG
-IF- . . .. --NRSL-VSTR-I-. -I--Y--KMQ-- F..

-LRF. . . ...D .. NRSL-VSTH-I-. . -I--Y--KMT--PGAP-S-NTKDFNPCEISTG
NTR. o e Q e --NRSL-V-TH-L- .HIEEIT-... -EV-Q- -MI- IN-Y--KMS--LGDEKS-YTEDIELTTVK.
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Vi V2 glycosylation NGT™
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= H1B.FR.83.HXB2 . IRGKVQKEYAFFYKLDIIPIDNDT. . ...\ttt ii i ennnnes 242

- H1A1.UG.85.U455 U455A -E.L-D-K--V-SL--R---VQ-NKTDN. .. . . . R-I KDPE 240
H1B.US.90.WEAU160_GHOSH --N-RKT L T K 246
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H1D.CD.84.84ZR085 VTD-RKQVH 249
H1F1.BE.93.VI850 T.-E.V-D-KL 233
H1G.SE. 93 SE6165 G6165 .-E.--D-KK 247
H1H.CF.9 .-V.L-D-Q--VH-L-- 235
H1J.SE.9 SE9280 7887 236
H1K.CM.96. 96CM MP535 -KD-KK- -S- 244
H101 AE.TH.90.CM2 TD-K- - 245
H102 AG. N -- 239
H10.BE.87.ANT70 KD-KE - R-I 234
H10.CM.91.MVP5180 H-T 238
H10.CM.94.BCF06 - P-I 239
H10.CM.96. 96CMA102 -V K-T 240
H10.FR.92.V, -V.LKD-QE-KQ-L--VT- -NA. ... -K-- 239
H10.SN.99. QQSE MP1299 .SINNDTSSPENLV Q-E--VT.-V N-I 243
H10.US.99.99USTWLA .AKTTNPEE -TNPV-K-D--VT. -V -L--VS-LLK-G-........ K-I 240
H10.US.x.I 2478B . .SSGDSFENPV-E-E--VT.-V.LKD-KERRQ-L--VS-LARV-DSETSGSNT .-H-T 252
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HIN.CM.06.U14296 -E.VTD-QK-V-SL--AE-V--LS
HIN.CM.06.U14842 -E.LKD Koooooou -Q- XXXXN-
HIN.CM.95 F30 -E.LTD-KKQV-SL--VE-VV--NA.....
H1P.CM.06.U14788 .-I1.VKD- 0 TQQ-L--RA-LTKL---NS.
H1P.FR.06.RBF168 ~ ..... NNPSENRTAANPL LFK----TT.-V.LKD -EQQ-L--RT-L-ALNETANNT .
CPZ.CD.06.BF1167  DKIKSNL.............c.iiiiiuniiinaa in.., TSL-MYE-F--QT.-E.F-D-KKQI- L---E ........
CPZ.CD.90.ANT ..., .VTPKTTTP-VDGMKLQE-N--Q-.-G.FKD-K--MK-I--- LMKCODNNETN . .
CPZ.CM 1.SIVC§ZCAM13 NNPTLKNNTSGKNETGVLQM- - -T--TT.-E.L-D- KKQV-SL--VD-LQSLGS. « v ottt et e et ia et GTGD
CPZ.CM.05.LB715 e FREWNDTREDLR ----- AG..D.--D- KKRVHSL--AE--»L--RTRTTKOGNSTOAPATTPIASTXVPDSNDTCSPNNTLE R- 269
CPZ.GA.88.SIVCPzGAB2 ..ttt s NGIEKDGLAQDMR--T--TT.-E LVGTN TFR 240
CPZ.TZ.00.TANL _ ~ ..... NSATTTLTPTVNLSSIPNY-VY QT.-E 239
CPZ.TZ.06.SIVcpzTANI3 ~  PTSKTTV..............ccoviernnann. . NTSEI-DYKV -E 250
CPZ.TZ.06.TANS -E 246
CPZ.TZ.09.UG38 -E 235
CPZ.US.85.US Marilyn -E 27
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TVSA--RL-NTT- - -GIGI---YVANRTE-W R--G HSQ-YNTRLK- -W-WF . GGN-RGAW- EVKETIVRLPPKKYSGTN DTNKI-L-RQW--- 383
VVST- -RMMETQT - -WFGF - - TR- -NRTY-Y . R--G HSQPINERPK- -W-WF.GG- -KEA- - EVKET - VKHPRY . . KGGTN F . .PGRKS-- 396
VVSS - -RMMETQT - -WFGF - -TR- -NRTY-Y -WHG SLNKYYNLT-R-R--G HSQPINERPK- -W-WF.GGS-RKAIQEVKET - VKHPRY. . . TGTNDT.NKINLTA PG 383
VVSS- -RMMETQT - -WFGF - - TR- -NRTY-Y . H-R--G-K HSQPINERPK- -W-WF . KGE - KKATREVKETIVQHPRY . . . TGTNRT . EKTYLTA 388
VVSS - -RMMETQT - -WFGF - - TR- -NRTY - Y "WHGGS -RTT -SLNKYYNLT-K-R--G-K HSQPINERP- - -W-WF.GG- -REAMQEVKKTIVKHPRY. . . TGTNDT.RKINLTA. . . 389
VVSS--RMMETCT--WFGF--TR-»NRTY Y WHGR- -RTI - SLNKYYNLTMS-R- -G-K- WMS-LV-. ... HSOPINERPK-»W WF.GGE RGAI EVKET VKHPRY. . . TGTNDT.AKIRIVA. PG 385
TATP- -NYM ST* SFFGF - -TRHK-DEL -PT NNKVGQGAEGEYVWK AAKWGLYV-Q-I-KG-RSQVSTIS..ST-LL-Y....YGLEPGSKL-L-Q-KF.VGQ-GRAF. GKL**OVEPLANMSNG . CTFDNITKT. . CRFTNGTDFKKMIKFKPMEKH-A-A
TA-S---PFNT --WFO---TY AKDK-RFI RQKDKNESVI - L - PEKLGLQLV-E - -G-ESI-N-QL . .AA-FFLPVI .QGRL - TGKAAKR F- KV.KGE-GKFFE-VH VWK-. oo VTSTSWRS
TA-S--QEFNTLA- -WFQ- - - TYKAKDK -RFI KOKDKNESVI L-PEALRLQ-I-E--G-ESI-N-QL..AA-YFLPVI.QGKL-TGRDAKR-F- RV.TGN»TEFF--VHEOATKTWK ....... . . .
-A-H--DP-TTIAA-W-1---TK. fNHTOVI. .HQAPKNESAT - LLGKEHNLT-T-I--G-R-I-DLQ-..AA-LM-H....SQIIAGK-LNR-Y-KL.EGN-TKAMESANEEIAKRYKEHINNTD.
-A-H--DP-TTIAA-W-V---TK.-NQTQ-I .. 'HQAPKNESAT - LLGKEHNIT-Q-I--G-R-I-DLQ-..AA-LM-H. .. SQIIAGKDLKR-Y-K- .EGN-TR AMEDVNE-IAKAYKDHINSSS.
-V-S--GLMNTT- -SA FGI---O-»NRTE -W . .QKHGVSN-SVI -KLN -V-R--G-K-VLPVT-..MA-LV-..... HSQQYNTKL - - -W- HF.OGD KGAWREVRKTIV-LPKEKYRGTN.
-V-H--NL-NTT-T-G- -YS-NRTQ-W . .QKHRVSNDSVLVLFNKHYNLTVT-K- -G-K-VLPVT-. .MA-LV-..... HSQRYNTRL---W HF . QGN - RGAW- EVKNEIVKLPKDRYOGTN.
-V-H -YS-NRTQ-W . .QKHRVNNDSVIVLFNKYYNLTVT-K--G-K-VLPVT-. .MA-LV-..... HSQ-YNTKL - - -W-HF . QGR-REAW- EVKEEIIKLPKDRYRGTN.
-V-H -YS-NRTQ-W . .QKHGVSNDSVL - LLNKHYNLTVT-K- -G-K-VLPVT-. .MA-LV-..... HSQ-YNTRL - - -W-HF . QGN-KGAW-EVQEEIVKLPKERYQGTN. . . .
-V-H--GLMNTT-T-G- --YH-NRTQ-W. . QKHRVNN - TVL - LFNKHYNLSVT-R- -G-K-VLPVT-. .MA-LV-..... HSQ-YNMKL - - -W-HF. EGN-RGAWREVKQ- IV - LPKDRYKGTN . .. YL-RQW- - -
~A-M- -DMMTATI-SFFGF - - TRHK-GEL - EV . IGNINHKPKEGSG- FVYK-PDKYN-K-E-H-KG-RSLVSVNS - - AS-LIYY . . . . AGLEPHR- I -KGL-KFTGLWGKMLYDLGKNLEKYNSSWVNYTEGDCNSKN . - . - NSADFAKCIKR. FOIRNFT Q-A-R 402
-A-L--DMMTATI-SFFGF--TRYKKGELVEI . IGNINHRPHEGTG-FVYK-PSRYK- - -E-N-KG-RSVVSVNS. .AS-LIYY....AGLEPHR-I-KGL-KFKGLWGHMLYDLGKNLQEYNNTWVNYTE.DCNQKN. . ... DSREFAKCIKQ. . . FQIRNFTRK-A-R 412
-A-T--DLMTATI-SFFGF- - TKYDKGEL - EV. IGNINHKPKDGTG- FVYK-PAKYN-A-E-H-KG-RSLVSVSS. .AS-LIYY....AGLEPYK-I-K-L-KFTGQWGHMLYGLGKELQAYNSSWVNYTE.ECNKKG..... NSSAFATCIKQ. ..FQIRNFTKQ-A-R 404

AUy

suoIg A'Td



suts101d Ald

Iy

107 wnipuddwo)) duanbag ATH

glycosylation NST
glycosylation NS Vs
V4 glycosylation NIT glycosylation NES
glyuosyﬂon NST glycosylation NNT jinding Wnding C
H1B.FR.83.HXB2 EIVTHSFNEGGEFFYCNSTQLFNSTWFNSTWSTEGSNNT ........... EGSDTITLPERIKOIINMWQKVGKAMYAPPISG QIRfSSNITGLLLTRDGGN ..................
H1A1.UG.85.U455 U455A T NG-MSNDM-P-G- . -Q -Q-. e .
H1B.US.90.WEAU160_GHOSH H
H1C.ET.86.ETH2220"
H1D.CD.84.84ZR085
H1F1.BE.93.VI850
H1G.SE. 93 SE6165 G6165
HIH.CF.9

H1J.SE.9 SE9280 7887
H1K.CM.96. 96CM MP535
H101 AE.TH.90.CM2

H102 AG. N
H10.BE.87.ANT70

H10.CM.91.MVP5180 Gl T

H10.CM.94.BCFO6 TSR- - FKCNGSQC. ........ NETNKTQTNKTQDTI

H10.CM.96. 96CMA102 .C—DNSTNNTNSINGT*M...I

H10.FR.92.V, .. -KINCTNISNNSNGTQ.

H10.SN.99. QQSE MP1299 ...C-SNQ. NSSNSNDT

H10.US.99.99USTWLA ..CRIQNDN

H10.US.x.I 2478B . SYTGILYNHTFSONTTST I

HIN.CM.02.DJ00131 -

HIN.CM.02.5]Gddd

HIN.CM.04.04CM 1131 03

HIN.CM.06.U14296

HIN.CM.06.U14842

HIN.CM.95.YBF30 . -V

H1P.CM.06.U14788 . DSSKNTTLS I--CTNI--
H1P.FR.06.RBF168 -TSS - LF - -1- D ASPYN. . ANSSSNTTLS-T-- - - - HI- P
CPZ.CD.06.BF1167 TQ--W WT - NGIEID GMLIA .. -VK-V e T-TPTFSAKVE-Y-KV-MSR-
CPZ.CD.90.ANT -DI- . ....IA V-H-GI .. M EGOIY . ffTVKVS AARVA. -Q--A--SR-.
CPZ.CM 1.SIVC§ZCAM13 N KNI
CPZ.CM.05.LB71

CPZ.GA.88.5SIVcpzGAB2 NFM TSE. i YI

CPZ.TZ.00. L-NWT-TWTA. TR

CPZ.TZ.06.SIVcpzTAN13 -

CPZ.TZ.06.TANS

CPZ.TZ.09.UG38 -DTENVLVTFSAKVE-Y -
CPZ.US.85.US_Marilyn NNDSRNITVM-T----TA
MAC.US.x.239 . .NQTNITMSAEVAELY-L--GD-.
H2A.DE.x.BEN

H2A.PT.x.ALI

H2A.SN.86.ST_JSP4_27

H2B.CI.x.EHO™ -

H2B.GH.86.D205 ALT

H2G.CI.9

QRRNYV H--CoNV- o .
LCI. R---L . \TKDONIR-RHKRNYV--H-R-V--T-NR- - -NV-L--RE- . . . -S-TANI-WIDT. .. . o
H2U.FR.96,12032 FL-WVENR- L TSR-RHKRNYV- -H-R-V--T-H- - -RNV-L--RE- . | | o DR Q

WKHDS PVMN-T-RKLV-S-VTHARIL-G--PG-. ..

CATFTFLI-HRL - ---DASS-WAKNSSVIN . - 1.0 o il il -T-RKLV-S-VSHARLL-G--PD-... . .GG-ETGCAYPAAPNFKHALSTL - -GR- . -L--MRTTVY---DV--Q-A 507
-ATYTFITFH-M-L---ASS-WSG-T... TVMN TH. e S . GE-KTGCAYPAAVNWKHAASTL - -GN- . -L- - -T-TAFV- -DHR-GGT 496
QRVW Y Ve LTITW- NNTLM*foN—LVfoYfI—QHIfofREf...EL VSATIF| e P MLNLTPSS-IKAV--AD----.-IIEVQ-I-F---AVR-YEG 486

RNSTW- -KWLM- - - -N-LV-T-YT- -QHI-L--KE- . . .EL SAFVFDV-HY -G . ....S-TLTPSA-I-AV--AD-F--.-IIEVK-I-F--SAVR-YEG 509

.UG.10.BWCO7
DEB.CM.04.SIVdeb04CMPF3061

DEB.CM.9 C 5 . NNITW-NNTLM--K-N-LV-T-F---QHV-L--KE-...ELK-H-SVSA-VFEVAHYGQ. .. NMNITPSS IKAV»»AD----.»IIEVK I-M---SIR-YEG 489
DEN.CD.x. CDl CM0580407 S -L-RM- - -SQYPVNN. . .SNIINNQTYMV-N---LV-T-HT--MDI-L--AE-...E-T-T--VS-IIVDT-VHPN. .. W. -L-ELT-I-L--
DRL.x.x.FAQ_ A W YPYAS-H----- DD-AR--RKI-M--V--FNNE---TODV-EMFFEIOKLETE.. I

GOR.CM.04. SIVgorCP684con TS KM- -Y.KCTGEH ..C-DKELCNKTAEM Yoo, I---L--VV-S-MR--SGLF-X-XR-...TX ---IX-Q--

GOR.CM.07.5IVgor2139 287 LCNTTETSNTTETTKY..... I--HL--VVRS MR--SGLF----R-. TL--I ----- II-Q- AP .....

GRV.ET.x.GRI 677 gri_1 GTNRTCDKGKPGPGPCVQRTYVA H-R-VV-D-YT-S-KV----RE-...HLE-N-SV- A YVAI-YN-K..
GSN.CM.99. CN166 ITSKYKGQW-A-K-R-FV O GY S-SI-L--RQ-. H N -IDGAMYES. .. KE
GSN.CM.99.CN7 W-Q-Q Q VTSKYKGOWMA---R FVTQ-GY-SRSI-L--RQ-...H-N-T------- IDGAMYGH. . . S NMTPSA VA -KY--SR- P
LST.CD.BS.SIVlh0e5t485 ATEMLMHT - ~E-M-F- I-RILQEWNNKNSDKW. ... WAN-H- -SV-DD-AT- - -KI-I--T--FNNR---THRV-EMWFELEKWEP . . | .. EENLGGNLSVRFLPPSWETNQFVATGAH- . LI -AEHQYAP 543
LST.CD.88.SIVlhoest524 ATEMLMHT - -E-M-F--V-RI- OEWNNKNSDKW.... YPWAN H--S--DD-AT---KI-L--T--FNNR---THRV-EMWFEMEKWEP. .. .. .HEDLGGNLS -KFLPPSWETNQFVATGAH- . - LIRL -SEH-YAP 546
LST.KE.x.lho7 -M-F--V-RI-QEWNNKNSDKW. . .. N-H--S--DD-ATI--KI-L--T--FNNR---THRV-EMFFEMEKWEP. .. . .HEDLGGNLS -KFLPPSWETNQFVA- GS-- -LI-L

C.US --L--KMNWFL -WVEDRDVTTQ H R V-L L. AE L-E

e DLT-N-TV-S-IANI-WTDG...
-V-RIMRAWNDPNEKKW. . . . H- - - THRV-EMYFEMQKIDS. .

W-KIWRTWNDQNSSVW. . . .

MAC.US.x.EMBL 3
MND-1.GA.x.MNDGB1
MND-2.CM.98.CM16
MND-2.GA.x.M14
MND-2.x.x.5440

MNE.US.x.MNEO27

MON.CM. 99 L1 99CML1 TQ-G SI-

MON.NG.x.NG1" ETFESTFNVSTNASTAYNGEW-T- -LR-LVTQ- GYIS SX L

MUS-1.CM.01.CM1239 - SNIHNVTTKYHQDQWMV - - -R-FVTQ-GY-S

MUS-1.CM.01.SIVmus 01CM1085 SNIHTVTTKYHKDQWMV - - -R-FV-Q-

MUS-2.CM.01.CM1246 SNIHTVKTKYRHDQWMV - - -R-FVTQ-GY-S-SI- .

MUS-2.CM.01. CM2500 SNIDTVTTKYHKDOWMV---R FVTQ-GYTS-SI-L--RQ-. Q

0LC.CI.97.97CI PWSO--LR NVDD-M- - -RRI-L--QP-FNNR- - - .

RCM.CM.00. SIVagl 00CM312 -VT-M-V-D-YT-SRKV- T——RQD ..ALT-NATVSY - -ADIEYV-Q

. -RRQAMFV -
RCM.CM.02.SIVrcm 02CM8081 NIN-RRQAMFV- - IT-MVV-D-YT-5-KV-T--RPD. . . ALK-RATV-Y--ADI-YIHT
VRCMGAB1

RCM.GA.x.SI . . .. .TTN-KRKAPFV--IT-M-V-D-YT-SRKV-T--RPD...ALK--AQVSY--ADI-YI-D... . -TNITLSAEVG-Y-AA--GR- F---EI--YQT
RCM.NG.x.NG411 ~ -AKCFWL--D---L--KMNWFL-YLNNKTEGNK................ N-ARQAMFV--IT-MVV-D-YT-SRKV-T--RPD...AL--NATV-Y--ADI-YTDN. .. ..MTTNVTLSAEVG I-AA--GR-. Y---NVR-YET
SAB.SN.x.S. SPQIESI-AN--GD-. F----VR-YTG 5

..H--CAKNN..... TKPCWQRTYV--H-R-VV-D-YTLS-KT----RE-...HLE-N-TA-A-YVELNYNSK. .
RN.............. MTEQNPE - KKRHNYA- -H-R- - --T-H----NV-L--RE-...DLT S IANINWND

. .RWTSQTSK-RKKKNYV--H-R-V--T-HR---NV-L--RE-...

. .RWKNQKPE -KAKRNYV - -H-R-V--T-HR---NV-L--RE-...

.SN.x.SAB1
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A

W
L--KMNWFL-WVEDRD-NHA. . ..
- -KMNWFL -WVEDRNLTLP. . ..

—

SMM.SL.92.5L92B L--KMNWFL-WVEDRN-S-P. ... . .RWTTQTKK-QHKRNYV- -H-R- - - -T-HR---NV-L--RE-... M---HV--YTT 525
STM.US.89.STM_37_16 TFMWT -L - -KMNWFL-WIENR--SE - MRDWNKNKK - QQKRNYV - -H-R-V- -T-H- - - -NV-L- -RQ- . . .DLT-N- TV SIIANI WT N. L---NV--YTT 521
SUN.GA.98.L14 ATEMLMMT - -E-M-F--L-RI-KVWNDTTSNKW. .. ....... ... .. ..., YPWAN-H--SV-DD-AS- - -KI- L--T-»FNNR---ANRV EAWF - LERVEDW. F---DEH-YAP 548
SYK.KE.x.KE51 -VR--W- -VSKI-ANVSNGYANP. . ... . .SNYAKNLY-S-A-R----Y-GY-T-L--L--TE-...H-K-T----AV-TDIEYYPN. F---SQR-YEL 500
SYK.KE.x.SYK173_COMGNM -VR--W-Q -VSK--ANITNGNASKN. ... ............. NYASNLR-S-A-R- - --D-RY-R-LI-L--TA-. .. F---DQR-YEL 493
TAL.CM.00.266 -VQLFWHA-Q -ISSM-LN-SYEYNYTSNQGKLHQGVIGK.KPRSSDRTKFYMS-QLR-M- -R-SR-E-L--L--RE-...H Y---NIR-YDG
TAL.CM.01.8023 -VSLEWHA-Q -ISSM-MK-NYTYNYTA-KGVLHQEKIGRQEHRYSDRTKFFMS-QLR-M- -R- S——E—L*—L—*RE*..

TAN.UG.x.SIVagmTAN1 -AANIWL--Q -TPDWFV-WLNNE-NSGR. . NVDVEGNNCTTGKDKRCYKRTYV- -H-RS-V-D-YTLS-KT----RE-.

VER.DE.x.AGM3 -AANLW---Q -KMDWFL - YLNNRTVDPD. . H-PCNGTKGKGKAPGPCAQRTYVA-H-RSV--D-YTLSRKT - - - -RE-.

VER.KE.x.9063 -AANLW---Q -KMDWFL - YLNNQ-VDAN. .H-QCSNETKKGNAPGPCVQRTYVA-H-RSV--D-YTIS-KV- - - -RE-. YRTNVTLSPOIEGI AA—*GR— -

VER.KE.x.AGM155
VER.KE.x.TY0l patent
WRC.CI.97.97CI14
WRC.CI.98.98CI104
WRC.GM.05.Pbt 05GM X602

NRTNVTLSPOIETI AA--GR-. -

L

..H HCKNNAGKGRSPGPCVQRTYVA-H-RSV- -D-YTIS-KT- - - -RE- . . . L
. NRTNVTLSPQIESI - AA--GR-.»t
L

H-FCSSKK. KGHAPGPCVORTYVA H-RSV--D-YTLS-KT----RE-

YPWS--T-RN-VED-AH- - IKV-L--V
.YPWS--T-RN-VDD-AH--VKV-L--V
YPWA--T-RS-VDD-ASI--KI-L--V

RNOVMFQAPSNIONSFVAVGO
.NKQVEFQAPSNIQNSFVAVGQ-
NGQVEFQAPSH-QNSFVAVGQ-
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H1B.FR.83.HXB2
H1A1.UG.85.U455 U455A
H1B.US.90.WEAU160_GHOSH

.9 850
H1G. SE. 93 SE6165 G6165
H1H.CF.9
H1J.SE.9 SE9280 7887
H1K.CM 96H96CMtMP535

H101 AE
H102_AG.N
H10.BE.87.ANT70
H10.CM.91.MVP5180
H10.CM.94.BCF06
H10.CM.96.96CMA102
H10.FR.92.VAU
H10.SN.99.99SE_MP1299
H10.US.99.99USTWLA
H10.US.x 2478B
HIN.CM.02.DJ00131
HIN.CM.02.53Gddd
HIN.CM.04.04CM 1131 03
HIN.CM.06 4296
HIN.CM.06.U14842
HIN.CM. 95 F30
H1P.CM.06.U14788
H1P.FR.06.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT
CPZ.CM 1.SIVC§ZCAM13
CPZ.CM.05.LB71.
CPZ.GA.88.SIVcpzGAB2
CPZ.TZ.00.
CPZ.TZ.06.SIVcpzTAN13
CPZ.TZ.06.TANS
CPZ.TZ.09.UG38
CPZ.US.85.US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.86.ST_JSP4_27
H2B.CI.x.EHO™ -
H2B.GH.86.D205 ALT
H2G.CI.92.Abt
H2U.CI.07.07IC TNP3

. 120.

"UG.10.BWCO7
DEB.CH.04.SIVdeb04CMPF3061
DEB.CM:99 CMS

N.CD.x 201 CM0580467

R.CM 04. SIVgorCP684con
GOR.CM.07.5IVgor2139 287
GRV.ET.x.GRI 877 gri”1
GSN.CM.99.CN 66

.CM.99.CN7
LST.CD.BS.SIVlhoest485
LST.CD.88.SIVlhoest524
.lho7
MAC.US.x.EMBL 3
MND-1.GA.X.MNDGB1
MND-2.CM.98.CM16
MND-2.GA.x.M14
MND-2.x.x.5440

r
wn

A
=
m
x

MNE.US.x.MNEO27

MON.CM. 99 L1 99CML1
MON.NG.x.NG1"
MUS-1.CM.01.CM1239
MUS-1.CM.01.SIVmus 01CM1085
MUS-2.CM.01.CM1246
MUS-2.CM.01.CM2500
0LC.CI.97.97CI12
RCM.CM.00.5IVagi_00CM312
RCM.CM.02.SIVrcm 02CM8081
RCM.GA.x.SIVRCMGAB1
RCM.NG.x.NG411
SAB.SN.x.SAB1

.SN.x.SAB
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A

.92.5L92B
STM.US.89.STM_37_16
A.98.L14~

w
=<
=
=
m
x

.x.KE51
SYK.KE.x.SYK173_COMGNM
0.266_
.CM.01.8023
TAN.UG.x.SIVagmTAN1
.X.AGM3
VER.KE.x.9063
VER.KE.x.AGM155
VER.KE.x.TY0l patent
WRC.CI.97.97CI14

WRC.CT.98.98C104
WRC . GM. 05 .Pbt_05GM_X02

PLV Proteins

fusion peptide glycosylation NAS glycosylation NHT
gpl20 en(lVgpM start immunodominant reglon glyc.osylauon NKS glycosylation NYT
....... REKRAV. GIGALFLGFLGAAGSTMGAASMTLTVOAROLLSGIVOOONNLL RAIEAQQHLLOLTVWGIKOLOARILAVERYLKDOOLLGIWG SGKLICTTAVPWNASWSNKS.............LEOIWNHTTWMEWDREINNYTSLIHSLIEESQNQO
. i M ¥ -Q- -T -S- . ...O-D---Nm--LO-EK--SS—-gI-YO--- --

F-E---NM--
..FND--DNM--IO P R
.-S--DTL--Q----Q-5-IS-T-YEE-QKA-V- -
YN.DDS - -DNL - -QQ- -QH- - -VS-I-YDE-QAA-D- -

. .QSE- -DNM KQ-S-
YZD--ENM--IQ-E------- GI-Y--
W-E- - -NM E

. L NK: DD--DKL--QO--QQ S-VS-I- YEE-RNA-V- -
GGt NLS--DSL--QQ--QQVS-VS-F-YDK-Q-A-E--
EW...... KG.N-S--GNL--QQ--Q--D-VSAT-FEE-LKA-V--

.. .. .YDX--GNL--QQ- - -KVR--SGV-FE--XKA-E- -
..YDT---NL--Q---KKVRX-SGV-FN- - -QA-E- -
.YXX--XNL--XX--XKVR--SGX-EX-X-SQ-E-X

DODODDDODDLLLLWL

YDT- - -NL--QQ- -EKVR- -5GV-FG- - -QA-E- -
| LETE- DG--GNL--O -KLVD---DT-YLE-QKA-E--
;(DT-YLE-ORA-D--

V-YLSL-TA-V--

AKNSSD QC- -ENM--Q-- - -L VO S GQ YNILQIAHE--
KSMSD- - -NL--QQ- -KL-T---GT-FG-L--A-S--
KSYNE- -DNM- - -Q- -K-VR- - -ET-YD- - -QA- - - -
i NSNK ....SY fD——SNLffOO——KLVE H-GT-FQ- LORAHE**
-M----K-IR- ED- TKCNHSD . - AKYYDC L G K T
-L--M-K-IR- HST V- -DT-AARKP. CSNTS . GPTDYDC,
gﬁ“.n¥ M--I-K V-HSS -IT-AGN-TKCNHSDTMDAKYY -C

. .QGSEDYYNC
.................... LSYDA

gpl20 endvgp41 start

TS-N--G-.FVL-..----- -S-T--A------QQ--.DVVKR--E--R----- K-----AQ- NA»»-AFROV H- T---PNAS -TPK--NE--Q--E-KVDFLEEN-TA-L--A-I--
-S-T--A- --QQ--.DVVKR--EM-R - K- NDS -SPD-KNM- -Q- -EKQVRYLEAN-SQSL--A-I--
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H10.CM.91.MVP5180 .KWTA-PP-F-QQLYT---TII- WT--L-SN ISGIR LIDYLGL-LWI-.GQ.KTIEACRLC
H10.CM.94.BCF06 KWTP-QP- -L T --L-S .GQ.KTIEACRLC.
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H2A.PT.x.ALI .FT-—LDL-A-VK--OYGVY-IV-I-A-- —IY-V MLS-L-K--R ..DQEQ-TR -T-ED G-NV.GDRLWPWPTAY - HFLTHLLAR- LTGLYSICRD- LSRISPI - QPIFRSLQRALTTIRDWLRLK
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COL.CM.x.CGU1 -E--KK-A--GD-TN.WFSG-GLF-IFK-VLYAAYV----TI----IMV-I CIRGAFRVKGFOOIGRTNVSS ...... QIRGODR WEOP EQEN . .RLMEEWWSSL VLP .
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= SMM.CI.79.SIVsmCI2 ---MY--QK-NS-DV.FG---DF- S VK--YIGFYV-V-II----IVYLIQLLGKL-K--R- VFSSPPSYVOQIHIHK..-QE--TNEGT EDGG-NG.GYRSWPWQIEYIHFL. IROLIR LTWLYNNCRD - V! RIFQS-Q- FQLVS. . .QAARNRIRPR.

o SMM.LR.89.SIVsmLIB1 ---MY--QK-NS-DV.FG---DL-S-VK--QYGV-V-L-VI---- QMLL-L----R-VFSSPPSYHQQIRTQQ. .DQAQ-IKEGI-E-GG- NG.GYRSWPWOIEYIHFLIHQLIR LTWLYNNCRAWLFRICQN-RQLFQRLSEAIQPVREVIRRE .

= SMM.SL.92.SIVsmSL92A --—MY--QK-NS—DV.FG-——DLAS VK--Q-GVY--I-I-L---IIY IOMLS-LSK--R—VFSSPPSYHOOIHTHK..VQEL TKEGIDEEGGNSG . GTRSWPWQIEYTHFLIRQLIH- LTWLYNSCRA-LLRIFQS-QPTYQRLLSLISRIRDILRRA . ,

o SMM.SL.92.SL92B ---MY--OK-NS-DV.FG---DL -VR--QYGVFL-I-I-L I -VQMLS-L----R-V PSYHOQIHIOR..DQEL-AKEGT--EGGNGG.GYRLWPWQIE IHFLIROLIRILTWLYNNLTR ASRAYQN- QOLCORLSEISOPIRELVRREAG .

o STM.US.89.STM 37 16 === -QK-NS-DV.FG---DL-S-VR--QYGVYL- I--»M»-V QLLA L-K--R- VFSSPPSCROO -QEQ-TKEGT-E-GG--G.GINSWPWQIEYTHFLIRQLVR-LTWLYNNFRACLSRIYQT-HPTFQRISRILQRIREVVRLG. ........
SUN.GA.98.L14 LE- ONKFKO QEFN. .F-S—LDLSQ-FL—--YAVL I—IIIAA-—LSFIIQOI - C---R VLSPSAYVEODWLOE TC KPTDKE- - -ET- KE-I.YINLEOSKKES PPPWTVDWDEPLRDS-LVT--KWLKAWGIVLAONIYHLLSFLWH LTTSFHHGQRLWQT
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TAL.CM.01.8023 -R-VH--QK-ND-D-.--S---LSA-FRWLRIAVIV-AS- IL----MYI NVLKLL L--P SSeLL.. N-E-GV--EEGT---KP- -WRTSPQ-FF-I--E--N--LSY- OT--N-VWLSWDLLKR KATTQQAAQATYAY -RIKFTAAV

= TAN.UG.x.SIVagmTAN1 Q--MDTYQK-GD-T-.W--I-DVSS-F- --WGFY--I--ILF MAWLIWGCIA- QINIRL..-REQ-DNAGG- DKDSSSS -DKSPPSVKES - LPNRGGIOAEERAW QHLTNWCL - ISSW- -RLYQILRRSLTTLLQLLRQE.

[« VER.DE.x.AGM3 LDAYQK-SS-SD.F-S L QIHIHP. .WKGQ- DNA GP EGG KRKN SEPWOKESGTAEWKSNWCKRLTNWCSISSIWLYNSCLT VHLRSAF

= VER.KE.x.9063 DAYQR-TS-SN. QIHIHP. .WKG--GNA SWQKG: ROKRGSWSKRLTNWLSTFSTWLYNTFL

(=9 VER.KE.x.AGM155 -SD-S-. IHP. . WKGQ—DNAG PEEGGRTGKSKSTH*OKEFGG KRTSWCRQLTNWF - TLSIWLHNSCL .. .

o VER.KE.x.TY01l patent -LDAYQK-TS-SD. LYT-YGCT QIHIHQ.V-KG--DNAD-P-EGG-NSRIKLESWxKDSKSRCMQ-TAWLTRLN. ... .. TWLYNSCL --IQLRKAFQ.. .

=] WRC.CI.97.97CIl4 QA-MF--QK-SD-TA. LACLMNSIRI. QNHLNN . LEEGQODSE GIEEDYNSIEINDWQYRRES-IVFLNSLLTS---ICQHLLHIVWSLLSCL-WWINDGW. .SLLKDI....

E WRC.CI.98.98CI04 Q--MF--QK-QD-TT. I--LGWLMTSIRIA K-IS-...... QSHLNN. LEEGL - DRE- - AEEDNSTLDV - DWQFKKES - ITLLNSLINF-SAVCQTLLQIVWSLLACLFWWIQHGW. . .NLLKRI...

o WRC.GM.05.Pbt_05GM_X62 QS-MF--QK-TD-TQ.WGS-LSWF - IWNWL - WVLLVI LV--I-VLGCLFTSLRIA----- K-VS-...... QSHILN.LEEGL-DNE-T-EEDFIAIEE-DWQFKKESLILFWNSLATL-Y-ICLSLLQ-SYSLLSYLWI-IQNGW........ SLLKRL
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(24

H1B.FR.83.HXB2
H1A1.UG.85.U455 U455A
H1B.US.90.WEAU160_GHOSH

.9 850
H1G. SE. 93 SE6165 G6165
H1H.CF.9
H1J.SE.9 SE9280 7887
H1K.CM.96. 96CM MP535
H101 AE.TH.96.CM2
H102 AG. N
H10.BE.87.ANT70
H10.CM.91.MVP5180
H10.CM.94.BCFO6
H10.CM.86 96CMA102

H10.FR

H10.SN.9 QQSE MP1299
H10.US 9USTWLA
H10.US.x.I 2478B
HIN.CM DJ00131
HIN.CM SJGddd

HIN.CM 04CM 1131 03
HIN.CM 4296
HIN.CM u14842
HIN.CM F30

HIP.CM.06.U14788
CPZ.CD.06.BF1167
CPZ.CD NT

CPZ.CM SIVCgZCAM13
CPZ.CM B71
CPZ.GA SIVcpzGAB2
CPZ.TZ

=
=
o
m
o
©
DO ORUIHOIIIUVIDRENN: OONC
dnrnDommc<cc ©
@
m
=
o
©

CPZ.TZ SIVcpzTAN13
CPZ.TZ TANS

CPZ.TZ UG38

CPZ.US US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.86.ST_JSP4_27
H2B.CI.x.EHO™ -

H2B.GH.86.D205 ALT
H2G.CI.92.Abt96
H2U.CI.07.07IC TNP3
H2U.FR.96.1203%3
COL.CM.x.CGUL
COL.UG.10.BWCO1

.UG.10.BWCO7
DEB.CM.04.5IVdeb04CMPF3061
M.99.CM40
DEB.CM.99.CM5
N.CD.X#2017CM0580407

L X,
R.CM.04.SIVgorCP684con
GOR.CM.07.5IVgor2139 287
GRV.ET.x.GRI 677 gri”1
.99.CN166 ~~

.CM.99.CN71
LST.CD.88.SIVlhoest485
LST.CD.88,SIVihoest524
LST.KE.x.lho7
MAC.US.x.EMBL 3
MND-1.GA.x.MNDGB1
MND-2.CM.98.CM16
MND-2.GA.x.M14
MND-2.x. x 5440
MNE.US. x.MNEO27
MON CM 99 Ll 99CML1
MON.N
MUS - 1 CM 01 C

1239 LA
MUS-1. CM 01 SIVng 01CM1085

MUS - 2

MUS -2 CM 01 CM2500
0LC.CI.97.97CI12
RCM.CM.00.5IVagi_ 0OCM312
RCM.CM.02. SIVrcm 02CM8081
RCM.GA.X S C GAB1

SAB.SN.X SABl
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1l
SMM.SL.92. SIVsmSLQZA
SMM.SL.92.S

STM.US.89. STM 37 16
SUN.GA.98.L14~ ~

.KE.x.KE51
SYK.KE.x.SYK173_ COMGNM
.00 266
TAN.UG.X SIVangANl
.x.AGM3
VER.KE.x.9063
VER.KE.x.AGM155
VER.KE.x.TY0l patent
WRC.CI.97.97CI14

8.98C104
WRC.GM.05.Pbt_05GM X062

=
=
A
o
-
©

PLV Proteins

Env end
gp4l end
glycosylation NAT ' cytoplasmic tail en(z
WNLLOYWSOELKNSAVSLLNATAIAVAEGTDRVIEVV...QGAERAIRHIPRRIROGLER..ILL....
-D-V-V---GWI -1G.. -TIG——-tN- .LA-

------- TN--DTI-VS--NW--GI-LGL
-RA--TN--DTI-V--GNW--SI-LGI

I---X---ov--- TN--DTF-V--GKW--NI-LGI
KAII---L---QT--TN--DTV-V---NW--SI-LGI..
IAVI---L---Q---T---DTI-V---NW-VTI-LGI..
AAVT---L----I--T---DTV-V--GSW--NI-SG-
AAVI---L---Q---TN-VDTI-V---NW--SI-LG-
-GIIA--GK---D--I----TI--V L--LA
-GI- A--GG XRD - -

T---V
FAACG--T»---X--T X--TV--5--NW--Q--A-G
FAACG--T- -DTV--5--GW--Q--1-G. ..
LH--ET- GILIROHCIVCIDTL EFTGWW- -G-- -AL. . .R
N--STL-, TTTRTETTKNIDRL- -W-G-K--SILLAL ..
RGIT---GR- -RT--T---D--- RA
KGV: ---GRX-V--1---DT--

KG T DT---I---R--TI---A...
IEWSSNTYAS - RVLLIQAIDRL NFTGWW--LI--G- ...
RDW-ANAYVIV-T-FIRN-DRL- NFT-WW--IL»-GA...VNI
LEWSGNTYASIRA- LIQAIDRL EFTGWW- - T

FDW-SNTYSI-RT-LIQAIDRL-NFTGWW
-GVIA--AR---V--T---DT-------

*

En.v.e.nd
gp4l cncf\

LTY- - -GWSYFHEAVQAVWRSATETL - GAWGDLW-TL . . .
GCEWIQEAFQAFART-RETL - GAWGWLW-AA

FQRWAEVALQ-
GGY - - -GWK - F- DTITWAGGELWQWLUGIAEMALOGL...
-GYC--GWK F- DTIIWAGQEIWEWLOGIAOVA QGL. ..
-QTG AIQQGR, LAAL...TR
-OEAGRGIC TLLQEVAQRIWREGROLGLSSARAL...
FAFIA--G----Q--I--- DW--Q--AIA...-RI
FAFIA--G----O--I---DCV VWT NW--Q--AIA...
..Y---GL-Q-QEA-TG-AQ-L-R-AR-AWG-LGAI-. ..
IAYIS-GI---QAA-TGI-DSL--FTWNW-EA-LHAC. .. .
AAYIS-GI---QAAVSGI-DSL-VFTWNW-EPLVQT-...GRVW-EFLA .L-N..
SSGWMVENAOKIARWSWNKIRRNRRDISAAHARDIRL...GQKK WRFRFRG- SGFPS TTETA
LSRFLVE - AQKTA-WIRNKSRRNRGELSK-NGTNIRL. . .GQNR-RW.RFRF-SGLPS-TTETT
SSRWMVENAOKIO WLREKCRRNRGOLSS - -KNIQL. . .GKKK-WRLRFGG-SGISS- ATETA
..Y---GWSYFHEAVQAGWRSATETL - GAWGDLW-TL . . .RRGG-W-LA L
LGS-LVSFAAISWR- YTGWLQ-NRIFT-CREA-IAA..
.. -KTAGGKIF-VLQGYAQGLWSRGHQW-LSTAACFR. .
- -KAAGARICQVLQSFAQRLWSGGHQL - LSVIRGAA. . . .
. -KAAGAALYQVLQGFAQRLWSRGYQL -LSG-RGAA. . . . Al
LTY---GWSYFOE VQVAWRSATETL - GAWGDLW-TL. . .
8 -QAAV

T---D-L-RETIVW--ALLHAG. . .GRLW
XQXACTGAID-L-RFTVIW--A-LRLG. ..
QAAGTAA-DQL - - FTWNW- EPILOIG...
TASTAV-DQL-TFTWNW-ET-LQAG. . .
LA- -QAAVSGA-D-L--FTWNW-EPILQFS. ..
LAY---GL»-FOEGVTAAIDGL--WT NW--A-LQ-S...
gKSLOHVWRTLKOKRO ...... HGINLQQKK: .

l——u—l—l—l—l—'n—u—r—l—'u—l

G

. K- -DGW- - F-GFSSW-AEMARTNAYYTWRGLCA-
TAH-E-GW- - - - AA-A- - TV-VVQ-ATSAS-S-
TAY - - - GW- YFQEACQEAAR - ARETL - SAGRDL
FTY- - -GUSWEEDALOAAWR-ARETL - SAWRDLIQT
VAYIR-GW-YFIE-LQEAAI-ARQTLVSTGRTIWQTL . . . GHI

. YIR- GWNYFTEACQEAWRSAQE - TVGAWGLIW-TL . . .
AAY- - - GCTWIQEA- QAAWR-AGETL - SAGRDLW-TL . . . GRVG-R-GA -l
LRGWLGSHLIQAT -RIRNACR- SRERVSSSQKARSRTFSLGRKW- PKWNRT -GS - IPS-TTETT

FIS-GVT---EA-1--GREV-HOMVALWOALLAYA. .. RRVAENVAAL - - -L I..Y-N

. .FIS-GFN---TIA-A- -GREIRDW- - ATWQAIYAAT
...... GFS-IQAAWRDGIT-L-RFTWWW-NG-LAAA. ..
LATI--GFS- IQAAWGRCgT L-EFTWRW-SG-LAAA

QSASRTL S
..YI--GLG--—AA-QEAVV—L-RLAONAGYQIWLAC...R
..YI--GLG---TA-QEARL-V-RFAQNAGHQIWLAC. ..
..Y---GLG---AA-QEAV- HL SFARNAAHQIWLAC... V-
+.Y---GLA---TG-QEI-QTL-GVAQNACHQIWLAC. ..RS-Y-N-VNS---V E -N.
SGRAYGAIRKKIAKSRKENTO--V ATGSRKT . . . AASS- IRMLAT LCASFDKCRRSFSERRO
. SGAAHACIRKKITKSRKETTEK - ISENSNRET. . . T-SS-VWKL - T-LCSSLNKSRRR- F
CGAAYAALOEKIAARROKRKEK—IYTPGSRET...SRSSSIRGITA LCTNLNPCRRGQQ . ©
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myristoylation
Nef start
H1B.FR.83.HXB2
H1A1.UG.85.U455 U455A
H1B.US.90.WEAU160_GHOSH

.9 850
H1G. SE. 93 SE6165 G6165
H1H.CF.9
H1J.SE.9 SE9280 7887
H1K.CM.96. 96CM MP535
H101 AE.TH.90.CM2
H102 AG. N
H10.BE.87.ANT70
H10.CM.91.MVP5180
H10.CM.94.BCFO6
H10.CM.gg 96CMA102

.DPQ
EPEPE

USSP.
APAA.

H10.SN.99. QQSE MP1299 »-NVLG-DIFK--SA» ..DPE..
H10.US.99.99USTWLA ..DPQ. .
H10.US.x 2478B
HIN.CM.02.DJ00131
HIN.CM.02.53Gddd
HIN.CM.04.04CM 1131 03
HIN.CM.06 4296
HIN.CM.06.U14842 .
HIN.CM. 95 F30 Q--A.
H1P.CM.06.U14788 -PG--EI-KE-A.
H1P.FR.06.RBF168 -NA-K---LV---A N .o WETX -PG--EI-KE-A.
CPZ.CD.06.BF1167 --AVLGT RFP-IDNMLN- P NTPAADAPG-Q--H.
CPZ.CD.90.ANT --SA- - - TKWV-ARQAIRKTHE . ....TNP-DI-PCGNE-A.
CPZ.CM 1.SIVC§ZCAM13 --AQ----- LV---EI-K-IKE. ...I--EG--EV-K--
CPZ.CM.05.LB71. A . .
CPZ.GA.88.SIVcpzGAB2 =-N------ IV---Q----L-R.
CPZ.TZ.00. --NIFG..RWP- ARKAI DLHN.
CPZ.TZ.06.SIVcpzTAN13 --NIFG..RWA-ATE-LR-LH.
CPZ.TZ.06.TANS . .KWP-AQKAIQAIHE.
CPZ.TZ.09.UG38 . . e
CPZ.US.85.US Marilyn I E--N-L-Q.....7QTT..... ... A
FNef start R17Y mutation
MAC.US.x.239 - --AI-MRRSRPSGDL-Q-LLRARGETYGRLLGEVED. ..
H2A.DE.x.BEN - -ASG- -KLSKHSRGL - - - LLRARGDGYGKQRDASGG
H2A.PT.x.ALI --ASG- -KRSGPLQGL - - - LLQTPGETCGGQCSGSGG
H2A.SN.86.ST_JSP4_27 - -ASG- -KRSEPSRGL - - - LLQTPGEASGGHWDKLGG
H2B.CI.x.EHO™ - --SAG--KQSKQO GL---LLRARRGPRGESSGEROE
H2B.GH.86.D205 ALT - -SAG- -KRSERQQGL - -KLLRVPERPYGRLSGERRE
H2G.CI.92.Abt96 --SAG- -KRAPQQLGL - K LLOARGEPYGKLWEGLEE
H2U.CI.07.07IC TNP3 --ASG- -KRS KQA RX- - -LLQARGETYGRLWDGLEE. . .GYSQS YEG
H2U.FR.96.12032 ---SI--KHSKRSGKL - - - LLAARGENYGRLWGGLED . Q- SS.RFCEAQG
COL.CM.x.CGU1 --SLL- CLNIR . .QQPQTRGGVLGRLFGIYWYPGVQAF . RFLRHFRGGYDLRRVAGVERLNICEDG .
COL.UG.10.BWCO1 --SIL-C. GQRPSTPGGLCSRLFGTYWYRGVQTY . RFLRHFRGGYDLRRVAGVEHLNILEDG.
COL.UG.10.BWCO7 -SIL-RG- NRYOMERPTSPGGCLSRLFGVYWYPGVQTW RFLRHFRGGYDLRRVQGVEHLNLVADG
DEB.CM.04.SIVdeb04CMPF3061 fffRN——TQ QEE GKHFKGGQ - . WRYRYLG -KFLPYQPESDKE -N

..OTSEDPQSSDT::.

-N--IPSR.GQVGSFGSGSRGLL - WRYRDLSEOE

. -QFSECLLESD- EOSSS

DEB.CM.9 C 5 N--TPSF GQGKKSGSGSKGLL - .WRYKDLSGEA. -TFSPFLOESDKEOSC

DEN.CD.x. CDl CM0580407 --S-N--QAS. .GIWGLAPSNKEGRQ- KWYWRLLPEOQ. KWWPSPDGS

DRL.x.x.FAQ_ ---QN--KREEAYARFYK L-R AKGGNLDYHQLEPS PLLRKWQPFPGGLDKA. . . ...
GOR.CM.04. SIVgorCP684con --NA-K---FV---A DP-PG- A-A .
GOR.CM.07.5IVgor2139 287 --NT-K---F----A--n--o QTNPEP KP - PG—-EV--A—A

GRV.ET.x.GRI 677 gri_1 --SSN--RQOO LLKLWRGL GKPGAD WVLLSDPLIG. .QSSTVQEECGKA-KK.

GSN.CM.99. CN166 --S-N--QQQQESS-ALLSS-GTGQRP. . YFTLVDEYG. -NFWLSPD- SDKGRRYY

GSN.CM.99.CN7 --S- --QQSOESS ALLSSHGTGQSP SFRLLDEYG.-NS LSPI D SD GR R Y
LST.CD.BS.SIVlh0e5t485 --NIFG-PAAD--WKTLR- G..TRSEGTEETYQQ-M
LST.CD.88.SIVlhoest524 --NIFG-P-ADS- WR LRKL A ..TR- EGTEESYOK

LST.KE.x.lho7 - -NAFGRPAAD - -WKTLR-F-A SG. .RN-EGTEDSY-A-1.

MAC.US.x.EMBL 3 ---AI-MRRS KPAGDL QKLLRARGETYGRLLGEVED ..GSSOSL GLGK- -SS.RSCKG
MND-1.GA.x.MNDGB1 SSQ- -KRSEA-VR L-Q .GPVTPDGYKQI-S........
MND-2.CM.98.CM16 S QQEEKYLKYYKA——R -EGTNGDYQO HASEPLLG. .
MND-2.GA.x.M14 QREQ-Y, KYYKAL-R LDYQL--EQRLLEG..

MND-2.x.x.5440 QREOHYI YKAL-R GYG. DYQV- -EQQPLAG. .
MNE.US.x.MNEO27 T- -KRSKSPGDL -Q-LLRARGETYGRLWEGLED. GYSOS GSDKS SL.LSCEG. .
MON.CM. 99 L1 99CML1 N--QQSPLSS-PLLGSQSSGRM- . . YFMLEDDY D-ERKYS
MON.NG.x.NG1" S-X-XQPAQEPLMPSHGSQSSGQT -

MUS-1.CM.01.CM1239 --S-N--QQEQQPL - SSPSSPGTGQS

MUS-1.CM.01.SIVmus 01CM1085 --S-S--QPAOOSLISSPP GTG K

MUS-2.CM.01.CM1246 --S-N--PQSQERS - PLRSSHGT!

MUS-2.CM.01. CM2500 --S- N--KESOQPLMGSPSGPOTGOT

0LC.CI.97.97CI --SIC-RRNRE-EVLY-RLRSN

RCM.CM.00. SIVagl 00CM312 --2-S--H-QS-LVRW-QK-LTTPGE HDNLQDGOPRV - EGS -K

RCM.CM.02.SIVrcm 02CM808 S-----A-LQKW-N--LTSSGEAYALLHKTLQDGPARC-EGS - .
RCM.GA.x.SIVRCMGAB1 --N-AA-LLRW-FK-LTTPGEGYVRWHETLLDGQPWC-EGS-R FV.. .
RCM.NG.x.NG411 --A AA-LRRW-GL - LTTPGEDYARFAETLQDGQPRC-EGS-R- - --FL. GF .
SAB.SN.x.SAB1 QQORHSLWLWSKL OAPVIOYDMLADPLLGQSSHIOEECAKSL--GLI ROGDSSRTEEG .........
SMM.CI.79.SIVsmCI2 »--NI--KRARKPHGP»-- LQARGETYGRLWEGLEE. . .GYLQPR-ELG- -WSS.LSCEG
SMM.LR.89.SIVsmLIB1 - - -AG- -MRSKRHGG L---LLRARG YGRLWEGLEE . GYGOSL--SGKG—NL PCCEP.
SMM.SL.92.SIVsmSL92A - - -NT-SKACKKPQSL -DKLLSARGEQYGRLWDTLEE. . . GSQRSQ-GSG- -WN. . LHSIE.
SMM.SL.92.5L92B - - -IT-SKPARKHGDL - KKLLSARGDSYGRLWDGLEE . - . 65QQ5Q - GSD-A-NSCLTRDG . .
STM.US.89.STM_37_16 --ASG--KQ KQHGEL - - - LLRARGETYGKLLEGLGE. . . GSGPSQ- - SDKG-NS .HSCEP
SUN.GA.98.L14 --NAFGRP-EV--VRTLF-L.RAGSGT............ | RAEPAGREYHRLRR. , . Q
SYK.KE.x.KE51 »-SOS--KOPSR DEKWRTRWWPFGKPY . . . SPMPDELLRMSQPYHEDFD-GWRST. . . ..
SYK.KE.x.SYK173_COMGNM --STS- - -QQLRSEGKYAIGWRLFGKQY . TPLPDELSR LOPCR GFDKAWRST .......
TAL.CM.00.266 - -SVK- - LLGETASQRLQGSHGGGRMVY . . DGQVKRSQLS -NIALLDEEW.
TAL.CM.01.8023 --SVK- -LLGETASQRLQGSPGAGRLVY. . WRLRDGOCRQLORSR ERGKG NIALLD
TAN.UG.x.SIVagmTAN1 ---SN--REQQ-LLRLWRAL -KAPVV -YGM - QSSNIQEE!

VER.DE.x.AGM3 - -LGN- -PQHKKQLSLWHALHKTRAT - YGLLADPLIG...O LOEECDKA KE.
VER.KE.x.9063 ffLGN——PQHKKHVSLWHALHKTQVTKYGLLADPLIG...TSSAVOEEYDKG*RK.
VER.KE.x.AGM155 --LGS--PQ KQL - IWRALHATRHT - YGLLADPLIG...QSSTLQEECDKG-RK.

VER.KE.x.TY0l patent

WRC.CI.97.97CI14 F--T--EEHMERYA-RLQRAGR- IRRQ
WRC.CI.98.98CI04

WRC.GM.05.Pbt_05GM_X02 ---VF-- »-EORMLRYR RLLRVGRKERRR .

-- ON--PAHKKYSKLWOALHKTHVT YGLLADPLIG. ..T:

. 'RYTRLAAERQAEAAA

SSTVQEECDKA-RK.
RYQQLAAERQQQAVE.
.RYQKIATERQQVAVE.

STEEPLYADPHREIKCTQR-Q.
D-A- KLSSTRLLEHDEDEETFVDAEEIIOSSPALDPOHPRIHQY

LSWK, GKMTPDGRRLOEGDTFDEWDD
KR LE-Y-PS

A-GTSL-
QKYNQGOFMNTPWK P-GEREKL - YRKO
N-KQRRQP. .

. .QKYSPGEYMNTPWR - P-REREKG# .. . . . NMDDID
- .YKYNVGEFMNTPWR - P- TERQKQQYRQQCMDDID
. .QRYNEGQFMNTPWK-P- - ES-KLEYRQQNMDDVD

LTEPILD. . PKRDFD . SGGKKWNAGDICHD-GDE . . . .

- LTEPIDPHGPDRDWGHSGGQKFSPGDIVQD-GDT. - . .
. .QATGADYMGK

. SGNLLPD-AQ-LIR-EEDSSKEDSSDD-E .

acidic cluster
s}

Q P- -KL - YRXQNNDDVI
. .QAYSEGQFMNTPWR - P - GEGEKLKYRQQ
....... QGYSEGEFMNTPWRTP TGKDKLQYKQQ
. YMTVP-VLPNCPCPLCYRHPDVYYHNPEPEDV-D.
" YLTVPRALPNCPCPLCYRHPSVYYHSPEPEDADEEE .
.YEEIPRDLPNCPCPLCYRHPRVYFHSPEPEDLGEN.
LTEETFI-NPRREIKCTQRQQ...... -DFDQQ

. FW-SPRREI -

KCTNKQQ.

UVDHDD- .. ...
SSS- - - LDTTHMQ-A-AEKDVTLPT- EE .
O -G-PAKY-PKN-Q-L-F---H-N- ..
-G-PAKY-PQN-Q- L-F---H D--

DTDTDD
..TIETQQSVDAMDWVE TDDT
. IETQOSVDAIDWYE TDDTL.
..T-ETQ-SIDDIDWYEDTDDTL. .
..TIETQQSVDAIDWYEDTDDTL..

................ LVSA-NGGPNGI

SGELLPD-AQTLIR-EEDSSKEDSSDDDA

. .DEEE
EDDKD!

0!

EKTSN -AKRRDGDSD SEEE----
.QKYNQGQYMNTPWR-P-EEKEKL - YRKQNMDDID. ... ........... EED
..... SQGAEKOSLLRGR YGTYSEGLDKV -NDPLTKDEKLDLTQQD. .

-TSOEEFDREOKSSS ..................... DE E
.PLGTSLGASDKELKSCSTKVD. ................ DEQKEE
SL-ASDK' LRPYST RDLRHOQDVTLPSEKEQPSDESEEL

VGFPVT.
. R.

20202030

DOV DVDVDOVVNVIOIODDN0OI

:R»-S--VPS»»DLI F-

R
o L--VA-R.
. 'EEDDELT-VA-M.
. .lEED...--TA-R.
- EDDDELA-VV-W.
. 'EEDDNL--VA-H.
EQEE-E---R

phosphorylation
-P helix

PQVPLRPMTYKAAgDLSpFLKEKGGLEGLIHSOERQEI 09

DL--MP

S 1 = R G )
S PP WD = = N = O |

24
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|55 4

HXB?2 premature Nef end

H1B.FR.83.HXB2
H1A1.UG.85.U455 U455A
H1B.US.90.WEAU160_GHOSH

LDLWIYHTOGYFPD:QNYTPGPGVRYPLTFGWCYKLVPVEPDKIEEA.
\ F---W I D-AEV---.

normal Nef eni

NKGENTSLLHPVSLHGMDDP. .
TE N- -ﬁCO--V--E.. -K-

H1F1.BE.9 850
H1G.SE. 93 SE6165 G6165
HIH.CF.9 E
H1J.SE.9 SE9280 7887 I
H1K.CM.96. %CM MP535 I
H101 AE.TH.90.CM2 I
HI02AG.N T
H10.BE.87.ANT70 T
H10.CM.91.MVP5180 P
H10.CM.94.BCF06 P --RS- G T---LQK»--L P
H10.CM.96. 96CMA102 T RS--IT---KVTN--L-L
H10.FR.92.V, T I e
H10.SN.99. QQSE MP1299 P --RS-GST---MVTN--L-N..
H10.US.99.99USTWLA P S v S
H10.US.x 2478B T --RS- GNT---KIT---L P..
HIN.CM.02.DJ00131 T - DFY.
HIN.CM.02.53Gddd
HIN.CM.04.04CM 1131 03
HIN.CM.06 4296
HIN.CM.06.U14842
HIN.CM. 95 F30
H1P.CM.06.U14788
H1P.FR.06.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT
CPZ.CM 1.SIVC§ZCAM13
CPZ.CM.05.LB71.
CPZ.GA.88.SIVcpzGAB2 -
CPZ.TZ.00. C T I
CPZ.TZ.06.SIVcpzTAN13 -ANS- -RE DGDG T M- 0--TS»»RR I
CPZ.TZ.06.TANS CS*—K— G-L-I S--R
CPZ.TZ.09.UG38
CPZ.US.85.US_Marilyn
normal Nef encL
MAC.US.x.239 --QEDE.EHY-M--AQTSQW- - .PWG--»A K--PT--YTYE-YVRY - -E-GSKSGLSEEEVRRRLTARGLL . . . NMADKKETR
H2A.DE.x.BEN - -EEDE.ANC- V--AOTSRH- YSE.
H2A.P SEDTE THC----- R THG T V----PK--HDYK FI----E GYKS LPEDEWKARLKARG

.PT.x.ALI
H2A.SN.86.ST_JSP4_27
.x.EHO™ -

PHG-T-V----PT---SYE-FIRY--E- GYKSGLPEDEWKARLKARGI
PHE-T-V-Q---L--YDY--FSRF--E-GYQSGMPEKEWKAKLRARGI

H2B.GH.86.D205 ALT ATREEE-THC-M IHG-T-I-Q---L--YDY--FNRF--E-GYQSGLPEEEWKARLKARGI
H2G.CI.92.Abt ..D--QEDE.TH QTSPW P-T---A-K--PT--YDYR-FI----E-RWKSGLPEAVWKEKLKQRGL
H2U.CI.07.07IC_TNP3 VS..D--S-DE.THC-V--AQTSQEE-. .RWG- - -A-K--AT--YDYK-FI-Y--E-GSKSGLPEKEVKRRLAARGLL .
H2U.FR.96.120. :DK-QEDE . RLY -VGSAQTSCEE- . .HWG-A-V-K- - -S- -YSYQ-FIKC- - E-GSKSGLSEEEVKRRLTARGLP . . V. . . ..

.UG.10.BWCO7
DEB.CM.04.SIVdeb04CMPF3061

DEB.CM.9 C 5 ..NI---DAHQGQAE-..PHK-R-V-K---S--YCYK- GHEAHKP EHNRRCM FP
DEN.CD.x. CDl CM0580407 PW--T-V----PE--WCYK- GHKKLOTSQHNNYCQ
DRL.x.x.FA YTFQ-CIH---E-GHVK! IKS .....
GOR.CM.04. SIVgorCP684con T QK»- L-
GOR.CM.07.5IVgor2139 287 ———RA GTT——-L K--— -

GRV.ET.x.GRI 877 gri”1
9. CN166

()
%]
=
o
=-
o

.CM.99.CN7
LST.CD.BS.SIVlh0e5t485

ASCSa0GYOE. PG - LRKQ-K
[5T.CD.88,5IVihoest524 T-YCENEW-LIG-FM---D---T T8 ECTAC ErkDp. 2D ROC---350-GULE B R T-H P VDY ERKY- ASVOATAMRFN
iho7 T ~--LWQ-E--AC.EVKDP. .SD-TAC- . -SS0-GVLE- . PG R-

,_
wn

A
=
m
x

MAC.US.X.EMBL 3
MND-1.GA.x.MNDGB1
MND-2.CM.98.CM16

YLEN
IEQYA- IEW- CLKGWLE -
IE- YA IEW-VLKGWLE-
-ERYC-IEW-VLS-WLE-.
-E- HAONEW II-GWLQ--E-
-E-HAQNI

-I YCENEW-LIG-FM---D---
-MYL...E-

IT--W-D--S---I---K----LW-----NVS --QEDE

-K---FLF--E--SRAIGD- .
K- -RFLF- -C- - AVPPD!

. .ED-LGEDGAL .

ED-TDE-MQI.

TP .KEERL-LACGWLWKLVLLDSIG
NI---DAHQGQ P

" INI---DAHQGM-E- . .PH--R-V-K---T--YCYK-GHAEQR. . EHTR

KEDRK - LVAGWLWKLVYIEQLG- YAYSYD-SLLS-T ces

REERK - LVAGWLWKLVFIEOLGQ AYSYDMSLLSIN. KKPQQQQVAVDTVAIETPD .
K-AYCFDP-LLNRP KKKODAPNRSTVAMEIETVD

YK-R-V-K---Q--YCYK- GHEAHTKETHTRRC

. SRKKKKP .QQVAIEMVD. .

-NPM- -VDFI - LKKQ-AKIQNTAFAFD .C.
YTYSAY RY--E- GSKSGLSEEEVRRRLTARGLL

YTFY-PIKR-GE- KHVQSISHIAYAKEHKPECCKRKWWOF

RHY - MO AQTSKW- - . . PW#
A-NH- - -SSQ-CPQE- .,

MND-2.GA.x.M14 PE--YTFY-PIKC-KEYRHVTSLSYTAYQ. . EKSI WWQF
MND-2.x.x.5440 TFY-PIIR--E CVTSLSYEAYKKEEKPDCCK OF
MNE.US.x.MNEO27 LEKEE-IV ..D GE.E TYE-YIRY--E-GSKS LSEEEVRRRLTARGLL

MON.CM. 99 L1 99CML1 IEQYA-LEW-LI-GWLQ ATTEDS-EGDED. .FL-T--AYQGR-E-..PH-QF-VF . VKSGRQLAQLQQEER .LAANRIL.
MON.NG.x.NG1" fEQYA VMW-LV-GWLQF-X- —TIP FLWC-R--AIQEDS-DGDXE. .FL-T--AYQGRDE- . .PHKQF-VXS-C- K G. .VKSGPQLD- LOOEERKRR

MUS-1.CM.01.CM1239 ETYT-VDW-IV-GWLQF-E---T---TLP-FLWC-RE-AITEDS-EGDEE. .YL-T-AAYQGKEE- MKSGRQLDQIQQEERKRI

MUS-1.CM.01.SIVmus 01CM1085 -ET-A-VEW-II-GWLM--D---T---KIP-FLWC-RE-AMTEGS-EGDDQ..YL-D--AFQGREE

MUS-2.CM.01.CM1246 -ETYA-VI T QP - FLW! TEES—PGDDQ..YL T--AYVGRDE- .

MUS-2.CM.01. CM2500 . .HL-C--AFIGREE-.

0LC.CI.97.97CI

RCM.CM.00. SIVagl 00CM312

RCM.CM.02.SIVrcm 02CM8081

RCM.GA.x.SIVRCMGAB1

RCM.NG.x.NG411

SAB.SN.x.SAB1 VUDY--WR----QVPSAQG. . ...t ... S
SMM.CI.79.SIVsmCI2 . .PWG- - -A-K--PQ- -YNYE- FIRY--E- GSKSGLSEDEVKKRLTARGLL. . . KKENS . .
SMM.LR.89.SIVsmLIB1 .. .PWG- - -A-S--PK--YTYE-YVRY - -E-GSKSGLSEDEVKRRLTARGLL . IADKKETR. .
SMM.SL.92.SIVsmSL92A VS . |D--NEDE . -HC- -#-AQTYK-S- . .PWG-T-A-K-NPM- -YTYE-FVRY- -E- GWKSGLTEEEVKRRLASRKKPNHKKQHGAEEGS..
SMM.SL.92.5L92B ..D--N-DE.THC-V--AQTYQHS-. .PWGK- -A-K-NPH- -YTYE-FVR- - - E-GWKSGLTEEEVERRLANKPKP . OKKMADKKETS..
STM.US.89.STM_37_16 -DMS . :N- -QEDDGTHY-V- -AQT-QW- - . . PWG- - -V -K- - PL - -HTYE - FVR- - - E - GSKSGLPKEEVERRLTARGLL . . . KMADKKETS . .
SUN.GA.98.L14 W TI RDP NHPCOA--»SSOQGVNE .PWG-R-I-T--PT--YDFR-IQK---E-KHVTSLQW.EV........... S
SYK.KE.x LWE-A-N- IEGYL EEDT. . LMMHPAAGVGASE- . .PH--N-M-N-NPH- - . . YTPGWEMARQQLERQTGKR. ... ........

.KE51
SYK.KE.x.SYK173_COMGNM
0.266_
.CM.01.8023
TAN.UG.x.SIVagmTAN1
.X.AGM3
VER.KE.x.9063
VER.KE.x.AGM155
VER.KE.x.TY0l patent
WRC.CI.97.97CI14

WRC.CT.98.98C104
WRC . GM. 05 .Pbt_05GM_X02

PLV Proteins

-H-YLQNEH-IID.RI---S---

-N-YAHNEW-IL--W----E---T
-N- YAHNwaILf—W—S——E———T————C——ILW——Cf——IHEDgTEDG

-N-YALNEW-I D-W-A-S----T-K-Eg--F-FE

I---LWE---N-IEGCL-YEEHT.
C--ILW--C---IHEDDTEDGH.

.RHY-A--AQIKEDP-GISHG-T-V- K**PM**VOYDPNR .Q--EDMH. .
.RHC-V--AO--EDP-GINHG-I-A-K--PM--VOYDP TDLYS .TVGT
E.RHC-V--AQMGEDP-GISHG-I-V-K--PM--IQYDPNI .GL K K
HFSEESDNTDPYYERNK-LHPACAEPE-. PWG-H-V-K--PK CDF--GR PGQSIATGKEAIESL KQCK.
- FSEESNDSSQYYEKNK - LHPGCQESE - . . PWG-H-V-K--P DF - -SR-PGHIIAQG EDAIETLHKEKLKRHK.
--HFSEESPNSDQ FEKN- - LHPAVAESE - . PWK-Y»V-K--P-»»CDF-- R- ADGOIATG . IETLYEMKKRNNK

.LL-HPASGQGSS . SMG-PHVE.LOPPPG..YTPGWEMARLOLERQTGKPOELOSALSKNIS
"LLPHPAYD. GQAE- . . PWG-S-V-V--EK- - . . YTPGAKMA-WDRLEREKRMLLAPPQTA
.HL-M--AYDGQQE- . .PWG-A-V-V--EK--. YTPGAKMA**DRLERKKKE LAPPOTASS
"RHC- - - -AQTEWES - . . PWK-T-V-K-NPL--VQYNP. . ... DS -KDM
“RHC-V- - AQVREDP-GINHG- - -V -K- - PM- -VQYDPNR . . |K~ LTDMH
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